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A Wild Type WHcAg DNA (SEQ ID NO: 37) 



ATGGACATAGATCCCTATAAAGAATTTGGTTCATCTTATCAGTTGTTGAATTTTCTTCC 
TTTGGACTTCTTTCCTGACCTTAATGCTTTGGTGGACACTGCTACTGCCTTGTATGAAG 
AAGAGCTAACAGGTAGGGAACATTGCTCTCCGCACCATACAGCTATTAGACAAGCTTTA 
GTATGCTGGGATGAATTAACTAAATTGATAGCTTGGATGAGCTCTAACATAACTTCTGA 
ACAAGTAAGAACAATCATTGTAAATCATGTCAATGATACCTGGGGACTTAAGGTGAGAC 
AAAGTTTATGGTTTCATTTGTCATGTCTCACTTTCGGACAACATACAGTTCAAGAATTT 
TTAGTAAGTTTTGGAGTATGGATCAGGACTCCAGCTCCATATAGACCTCCTAATGCACC 
CATTCTCTCGACTCTTCCGGAACATACAGTCATTAGGAGAAGAGGAGGTGCAAGAGCTT 
CTAGGTCCCCCAGAAGACGCACTCCCTCTCCTCGCAGGAGAAGATCTCAATCACCGCGT 
CGCAGACGCTCTCAATCTCCATCTGCCAACTGCTGA 



B Wild Type WHcAg (SEQ ID NO:l) 

MDIDPYKEFGSSYQLLNFLPLDFFPDLNALVDTATALYEEELTGREHCSPHHTAIRQAL 
VCWDELTKL I AWMS SN I T S EQVRT 1 1 VNHVNDTWGLKVRQS LWFHLS CLTFGQHTVQE F 
LVSFGVWIRTPAPYRPPNAPILSTLPEHTVIRRRGGARASRSPRRRTPSPRRRRSQSPR 
RRRSQSPSANC 



C Truncated WHcAg (SEQ ID NO: 38) 

MDIDPYKEFGSSYQLLNFLPLDFFPDLNALVDTATALYEEELTGREHCSPHHTAIRQAL 
VCWDELTKLI AWMS SNITSEQVRTI I VNHVNDTWGLKVRQS LWFHLS CLTFGQHTVQEF 
LVSFGVWIRTPAPYRPPNAPILSTLPEHTVI 
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A Wild Type GSHcAg DNA (SEQ ID NO: 39) 

ATGGACATAGATCCCTATAAAGAATTTGGTTCTTCTTATCAGTTGTTGAATTTTCTTCC 
TTTGGACTTTTTTCCTGATCTCAATGCATTGGTGGACACTGCTGCTGCTCTTTATGAAG 
AAGAATTAACAGGTAGGGAGCATTGTTCTCCTCATCATACTGCTATTAGACAGGCCTTA 
GTGTGTTGGGAAGAATTAACTAGATTAATTACATGGATGAGTGAAAATACAACAGAAGA 
AGTTAGAAGAATTATTGTTGATCATGTCAATAATACTTGGGGACTTAAAGTAAGACAGA 
CTTTATGGTTTCATTTATCATGTCTTACTTTTGGACAACACACAGTTCAAGAATTTTTG 
GTTAGTTTTGGAGTATGGATTAGAACTCCAGCTCCTTATAGACCACCTAATGCACCCAT 
TTTATCAACTCTTCCGGAACATACAGTCATTAGGAGAAGAGGAGGTTCAAGAGCTGCTA 
GGTCCCCCCGAAGACGCACTCCCTCTCCTCGCAGGAGAAGGTCTCAATCACCGCGTCGC 
AGACGCTCTCAATCTCCAGCTTCCAACTGCTGA 



B Wild Type GSHcAg (SEQ ID NO: 21) 

MDIDPYKEFGSSYQLLNFLPLDFFPDLNALVDTAAALYEEELTGREHCSPHHTAIRQAL 
VCWEELTRL I TWMS ENTTEEVRR I I VDHVNNTWGLKVRQTLWFHLS CLTFGQHTVQEFL 
VSFGVWI RTPAPYRPPNAPI LSTLPEHTVI RRRGGSRAARS PRRRTPS PRRRRSQS PRR 
RRSQSPASNC 



C Truncated GSHcAg (SEQ ID NO: 40) 

MDIDPYKEFGSSYQLLNFLPLDFFPDLNALVDTAAALYEEELTGREHCSPHHTAIRQAL 
VCWEELTRLI TWMS ENTTEEVRR I I VDHVNNTWGLKVRQTLWFHLSCLTFGQHTVQEFL 
VSFGVWIRTPAPYRPPNAPILSTLPEHTVI 
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A Wild Type HBcAg DNA (SEQ ID NO: 57) 

ATGGACATCGACCCTTATAAAGAATTTGGAGCTACTGTGGAGTTACTCTCGTTTTTGCC 
TTCTGACTTCTTTCCTTCAGTACGAGATCTTCTAGATACCGCCTCAGCTCTGTATCGGG 
AAGCCTTAGAGTCTCCTGAGCATTGTTCACCTCACCATACTGCACTCAGGCAAGCAATT 
CTTTGCTGGGGGGAACTAATGACTCTAGCTACCTGGGTGGGTGTTAATTTGGAAGATCC 
AGCATCCAGAGACCTAGTAGTCAGTTATGTCAACACTAATATGGGCCTAAAGTTCAGGC 
AACTCTTGTGGTTTCACATTTCTTGTCTCACTTTTGGAAGAGAAACCGTTATAGAGTAT 
TTGGTGTCTTTCGGAGTGTGGATTCGCACTCCTCCAGCTTATAGACCACCAAATGCCCC 
TATCCTATCAACACTTCCGGAAACTACTGTTGTTAGACGACGAGGCAGGTCCCCTAGAA 
GAAGAACTCCCTCGCCTCGCAGACGAAGGTCTCAATCGCCGCGTCGCAGAAGATCTCAA 
TCTCGGGAATCTCAATGTTGA 



B Wild Type HBcAg (SEQ ID NO: 41) 

MDIDPYKEFGATVELLSFLPSDFFPSVRDLLDTASALYREALESPEHCSPHHTALRQAI 
LCWGELMTLATWVGVNLEDPASRDLWSYVNTNMGLKFRQLLWFHISCLTFGRETVIEY 
LVSFGVWIRTPPAYRPPNAPILSTLPETTWRRRGRSPRRRTPSPRRRRSQSPRRRRSQ 
SRESQC 



C Truncated HBcAg (SEQ ID NO: 58) 

MDIDPYKEFGATVELLSFLPSDFFPSVRDLLDTASALYREALESPEHCSPHHTALRQAI 
LCWGELMTLATWVGVNLEDPASRDLWSYVNTNMGLKFRQLLWFHISCLTFGRETVIEY 
LVS FGVWI RTPPAYRP PNAP I LS TLPETTW 



